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This clone was selected for full length sequencing because it
passed the following selection criteria: matched mRNA gi:
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1..3215

/organism="Homo sapiens"
/mol type="mRNA"
/db_xref="taxon:9606"
/clone="MGC:9603 IMAGE:3902226"
/tissue type="Pancreas, epithelioid carcinoma"
/clone 1lib="NIH MGC_70"
/lab _host="DH10B"
/note="Vector: pCMV-SPORT6"
1..3215

/gene="PVR"

/gene synonym="CD155"
/gene_synonym="HVED"

/gene synonym="Necl-5"
/gene_ synonym="NECL5"

/gene synonym="TAGE4"
/db_xref="GeneID:5817"

/db xref="HGNC:HGNC:9705"
/db_xref="MIM:173850"
172..1425

/gene="PVR"

/gene synonym="CD155"

/gene synonym="HVED"

/gene synonym="Necl-5"
/gene synonym="NECL5"

/gene synonym="TAGE4"
/codon_start=1
/product="poliovirus receptor"
/protein id="AAH15542.1"
/db xref="GeneID:5817"
/db_xref="HGNC:HGNC:9705"
/db xref="MIM:173850"

/translation="MARAMAAAWPLLLVALLVLSWPPPGTGDVVVQAPTQVPGFLGDS



VILPCYLQVPNMEVTHVSQLTWARHGESGSMAVFHQTQGPSYSESKRLEFVAARLGAE

LRNASLRMFGLRVEDEGNYTCLEVTEFPQGSRSVDIWLRVLAKPONTAEVQKVQLTGEP

VPMARCVSTGGRPPAQITWHSDLGGMPNTSQVPGFLSGTVTVTSLWILVPSSQVDGKN

VTCKVEHESFEKPQLLTVNLTVYYPPEVSISGYDNNWYLGONEATLTCDARSNPEPTG

YNWSTTMGPLPPFAVAQGAQLLIRPVDKPINTTLICNVTNALGARQAELTVQVKEGPP

SEHSGMSRNAIIFLVLGILVFLILLGIGIYFYWSKCSREVLWHCHLCPSSTEHASASA
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