
Moderna has five U.S. Patents containing the proprietary genetic sequence CTACGTGCCCGCCGAGGAG. 
These patents are US9149506B2, US9216205B2, US9255129B2, US9301993B2 and US9587003B2. 
The first four were filed for patent on 16-Dec-2013 and the last one on 4-Feb-2016. The reverse 
complement of this sequence is CTCCTCGGCGGGCACGTAG which can be found in the spike coding 
region of COVID-19 between bases 23501-23519(*). This sequence codes for a Furin cleavage site. 
This match took some time to identify because it is the reverse complement that was patented. This 
is because their patent is listed as a DNA sequence and COVID-19 is the reverse complement mRNA 
of that DNA sequence. Also note that the patent sequence clearly indicates this sequence is an 
“Artificial Sequence” indicating it was generated in a laboratory. 
 
The statistical chance that this sequence might occur randomly in SARS-CoV-2 is one in 4^19 / 30,000 = 
9.1 million where 4 is the number of nucleic acids (A,T,C,G), 19 is the length of the matching sequence 
above and 30,000 is the number of bases in the COVID-19 genome. 
 
(*) one sample has this at 23483-23501 due to a mutation in that sample. 

 
Here is one example of that sequence in SEQ ID 11652 of US Patent 9587003 B2. The NIH Blast 
search results are attached.  
 

US Patent # US 9587003 B2 filed by Moderna and granted on Mar. 7, 2017.  
SOURCE: https://seqdata.uspto.gov/?pageRequest=viewSequence&DocID=9587003B2&seqID=11652  
Notice the 19 pair DNA sequence ctacgtgc ccgccgagga g that is bolded and underlined 
below. Search for this DNA sequence using the NIH BLAST tool link below:  

https://blast.ncbi.nlm.nih.gov/Blast.cgi?PROGRAM=blastn&PAGE_TYPE=BlastSearch

&LINK_LOC=blasthome  

The results are all SARS-CoV-2 entries! More specifically, these matches are 

to the “Furin Cleavage site” in the spike protein! Moderna has a total of 5 

patents containing this DNA sequence dating back to patent applications made 

on Dec 16, 2013.  

 

SEQ ID NO 11652  

LENGTH: 3387  

TYPE: DNA  

ORGANISM: Artificial Sequence  

FEATURE:  

OTHER INFORMATION: Description of Artificial Sequence: Synthetic  

coding sequence  

SEQUENCE: 11652  

atgagcagaa gaaagcccgc cagcggcggc ctggccgcca gcagcagcgc ccccgccaga 60  

caggccgtgc tgagcagatt cttccagagc accggcagcc tgaagagcac cagcagcagc 120  

accggcgccg ccgaccaggt ggaccccggc gccgccgccg ccgccgcccc ccccgccccc 180  

gccttccccc cccagctgcc cccccacatc gccaccgaga tcgacagaag aaagaagaga 240  

cccctggaga acgacggccc cgtgaagaag aaggtgaaga aggtgcagca gaaggagggc 300  

ggcagcgacc tgggcatgag cggcaacagc gagcccaaga agtgcctgag aaccagaaac 360  

gtgagcaaga gcctggagaa gctgaaggag ttctgctgcg acagcgccct gccccagagc 420  

agagtgcaga ccgagagcct gcaggagaga ttcgccgtgc tgcccaagtg caccgacttc 480  

gacgacatca gcctgctgca cgccaagaac gccgtgagca gcgaggacag caagagacag 540  

atcaaccaga aggacaccac cctgttcgac ctgagccagt tcggcagcag caacaccagc 600  

cacgagaacc tgcagaagac cgccagcaag agcgccaaca agagaagcaa gagcatctac 660  

acccccctgg agctgcagta catcgagatg aagcagcagc acaaggacgc cgtgctgtgc 720  

gtggagtgcg gctacaagta cagattcttc ggcgaggacg ccgagatcgc cgccagagag 780  

ctgaacatct actgccacct ggaccacaac ttcatgaccg ccagcatccc cacccacaga 840  
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https://blast.ncbi.nlm.nih.gov/Blast.cgi?PROGRAM=blastn&PAGE_TYPE=BlastSearch&LINK_LOC=blasthome


ctgttcgtgc acgtgagaag actggtggcc aagggctaca aggtgggcgt ggtgaagcag 900  

accgagaccg ccgccctgaa ggccatcggc gacaacagaa gcagcctgtt cagcagaaag 960  

ctgaccgccc tgtacaccaa gagcaccctg atcggcgagg acgtgaaccc cctgatcaag 1020  

ctggacgacg ccgtgaacgt ggacgagatc atgaccgaca ccagcaccag ctacctgctg 1080  

tgcatcagcg agaacaagga gaacgtgaga gacaagaaga agggcaacat cttcatcggc 1140  

atcgtgggcg tgcagcccgc caccggcgag gtggtgttcg acagcttcca ggacagcgcc 1200  

agcagaagcg agctggagac cagaatgagc agcctgcagc ccgtggagct gctgctgccc 1260  

agcgccctga gcgagcagac cgaggccctg atccacagag ccaccagcgt gagcgtgcag 1320  

gacgacagaa tcagagtgga gagaatggac aacatctact tcgagtacag ccacgccttc 1380  

caggccgtga ccgagttcta cgccaaggac accgtggaca tcaagggcag ccagatcatc 1440  

agcggcatcg tgaacctgga gaagcccgtg atctgcagcc tggccgccat catcaagtac 1500  

ctgaaggagt tcaacctgga gaagatgctg agcaagcccg agaacttcaa gcagctgagc 1560  

agcaagatgg agttcatgac catcaacggc accaccctga gaaacctgga gatcctgcag 1620  

aaccagaccg acatgaagac caagggcagc ctgctgtggg tgctggacca caccaagacc 1680  

agcttcggca gaagaaagct gaagaagtgg gtgacccagc ccctgctgaa gctgagagag 1740  

atcaacgcca gactggacgc cgtgagcgag gtgctgcaca gcgagagcag cgtgttcggc 1800  

cagatcgaga accacctgag aaagctgccc gacatcgaga gaggcctgtg cagcatctac 1860  

cacaagaagt gcagcaccca ggagttcttc ctgatcgtga agaccctgta ccacctgaag 1920  

agcgagttcc aggccatcat ccccgccgtg aacagccaca tccagagcga cctgctgaga 1980  

accgtgatcc tggagatccc cgagctgctg agccccgtgg agcactacct gaagatcctg 2040  

aacgagcagg ccgccaaggt gggcgacaag accgagctgt tcaaggacct gagcgacttc 2100  

cccctgatca agaagagaaa ggacgagatc cagggcgtga tcgacgagat cagaatgcac 2160 

ctgcaggaga tcagaaagat cctgaagaac cccagcgccc agtacgtgac cgtgagcggc 2220  

caggagttca tgatcgagat caagaacagc gccgtgagct gcatccccac cgactgggtg 2280  

aaggtgggca gcaccaaggc cgtgagcaga ttccacagcc ccttcatcgt ggagaactac 2340  

agacacctga accagctgag agagcagctg gtgctggact gcagcgccga gtggctggac 2400  

ttcctggaga agttcagcga gcactaccac agcctgtgca aggccgtgca ccacctggcc 2460  

accgtggact gcatcttcag cctggccaag gtggccaagc agggcgacta ctgcagaccc 2520  

accgtgcagg aggagagaaa gatcgtgatc aagaacggca gacaccccgt gatcgacgtg 2580  

ctgctgggcg agcaggacca gtacgtgccc aacaacaccg acctgagcga ggacagcgag 2640  

agagtgatga tcatcaccgg ccccaacatg ggcggcaaga gcagctacat caagcaggtg 2700  

gccctgatca ccatcatggc ccagatcggc agctacgtgc ccgccgagga ggccaccatc 2760  

ggcatcgtgg acggcatctt caccagaatg ggcgccgccg acaacatcta caagggccag 2820  

agcaccttca tggaggagct gaccgacacc gccgagatca tcagaaaggc caccagccag 2880  

agcctggtga tcctggacga gctgggcaga ggcaccagca cccacgacgg catcgccatc 2940  

gcctacgcca ccctggagta cttcatcaga gacgtgaaga gcctgaccct gttcgtgacc 3000  

cactaccccc ccgtgtgcga gctggagaag aactacagcc accaggtggg caactaccac 3060  

atgggcttcc tggtgagcga ggacgagagc aagctggacc ccggcgccgc cgagcaggtg 3120  

cccgacttcg tgaccttcct gtaccagatc accagaggca tcgccgccag aagctacggc 3180  

ctgaacgtgg ccaagctggc cgacgtgccc ggcgagatcc tgaagaaggc cgcccacaag 3240  

agcaaggagc tggagggcct gatcaacacc aagagaaaga gactgaagta cttcgccaag 3300  

ctgtggacca tgcacaacgc ccaggacctg cagaagtgga ccgaggagtt caacatggag 3360  

gagacccaga ccagcctgct gcactag  

 

 



 


